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| CO1490 5 -GGTCAACAAATCATAAAGATATTGG-3
HCO02198 5 -TAAACTTCAGGGTGACCAAAAAATCA-3
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Anax parthenope voucher 0don200 cytochrome oxidase subunit 1 (CQOI) gene, partial cds; mitochondrial

Sequence ID: MW490451.1 Length: 658 Number of Matches: 1

Range 1: 1 to 658 GenBank Graphics

Score Expect Identities Gaps Strand

1216 bits(658) 0.0 658/658(100%) 0/658(0%) Plus/Plus
Query 1 AACACTTTATTTTTTATTCGGAGCATGATCAGGAATGGTAGGAACTGCTCTAAGAGTTTT RO
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Query Bl AATTCGAATTGAATTAGGACAACCAGGATCATTAATTGGAGATGATCAAATTTATAATGT 120
reiy it it ol o
Query 121 AATTGTAAGAGCTCATGOTTTTGTTATAATTTTCTTTATAGTAATACOTATTATAATTGG 180
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(Hausmann et al. 2016; Sonet et al. 2018;Sire et al. 2019)
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(Hernandez-Triana et al. 2014; Mitchell et al. 2015; Hausmann et al. 2016)
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